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Conclusion. The presence of vector-borne pathogens was confirmed in fleas of
dogs from Central Asia, advocating the importance of further surveillance on
zoonotic bacteria.
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Results. A total of 198 fleas were collected from 77 dogs from 5
different regions of Uzbekistan. The vast majority were from
genus Ctenocephalides (88.38%) and the rest were Pulex irritans
(11.11%). Bartonella spp. were detected in 4 fleas (2%) of genus
Ctenocephalides that were collected from 3 dogs. Four fleas (2%)
of the same genus were found to be infected with A. reconditum
in 3 dogs. Rickettsia spp. were identified in 57 fleas (28.8%) of
both genera, with R. asembonensis and R. helvetica being
molecularly confirmed.

Material and Methods. Fleas were manually collected
from dogs in different regions of Uzbekistan and
preserved in ethanol. They were morphologically
identified and molecularly tested for the presence of
Rickettsia spp., Bartonella spp. and
Acanthocheilonema reconditum.

Background. Fleas are known to be important vectors
for various pathogens, some of them with zoonotic
potential. Domestic dogs live in close contact with
humans, exposing them at risks by carrying fleas into
human settlements. The most common flea species
parasitic in dogs in South-Est Asia are Ctenocephalides
felis and Ctenocephalides orientis.

Aim. The aim of the present study was to evaluate the
prevalence and diversity of fleas and associated
pathogens by means of PCR, in Uzbekistan, Central Asia.

Georgiana Deak
georgiana.deak@usamvcluj.ro

Figure 1. Positive fleas (red) for each of the tested pathogens.

Figure 2. Locations of the analyzed samples (marked with star).


