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Background
In the Americas, fascioliasis disease is caused by
Fasciola hepatica and transmitted by lymnaeid
snails from the Galba/Fossaria group. The
capacity of mules as reservoirs of Fasciola
hepatica has been highlighted recently.
However, to assess the role of mules in
fascioliasis transmission, the transmission
capacity of fasciolids from mule origin remains
to be analysed.
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Aim
To assess the role of mules in fascioliasis
transmission.

Material and Methods
Due to morphological similarities, rDNA ITS-1
and ITS-2 were analysed to characterize a
lymnaeid population from Uspallata, an Andean
location in Mendoza (Argentina). Fasciolid eggs
from mule faecal samples were washed in water
and preserved in darkness at 4–6°C. For
embryonation, they were kept in darkness at 24
°C for 14 days, and then were exposed to light
to stimulate hatching of the miracidia.

After the molecular classification, specimens
from that same snail population were
maintained in climatic chambers (at 16–18°C,
with a 12h/12h light/darkness photoperiod).
Snails reaching 4 mm in length were placed
individually in Petri dishes at 22°C and exposed
to one miracidium. The presence and
quantification of metacercariae in each Petri
dish was observed from day 30 onwards.

Conclusion
The infectivity of miracidia from mule origin,
the number of cercariae/snail and the
cercarial shedding period of longer than 70
days fit the enhanced transmission pattern in
F. hepatica/G. truncatula at very high
altitude in Bolivia. These features indicate
that the mule is able to maintain the F.
hepatica cycle independently.
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Results
The ITS-1 and ITS-2 sequences from ten
lymnaeids from Uspallata proved to be
identical to the Galba truncatula haplotypes
from Bolivia and Chile. Of 22 monomiracidially
infected snails, eight (36.4%) shed cercariae.
Three snails continued shedding cercariae after
70-90 days post-infection. The mean total
cercarial shedding capacity was 54.3
cercariae/snail ± 84.8.
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Figure 1. Pack mules at the east side of Andes mountains,
Midwest Argentina. Figure 2. Galba truncatula from Uspallata, an Andean

location in Mendoza (Argentina).

Figure 3. Metacercaries shed from experimentally
infected Galba truncatula.


