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Fig. 1 Relative abundance (y-axis) of bacterial phyla in the faeces

of the mice (1-6) by days in relation to Toxoplasma gondii 

infection (d-3, d-1, d1, d3, d5, d7, d9, d11). 

Background

Microbial eukaryotes are increasingly

recognized as potentially important modulators

of microbiome communities. Little is known

regarding the potential interplay between a

systemic Toxoplasma gondii infection and the

microbiota of the gastrointestinal tract.

Methods

We investigated the microbial diversity of six

BALB/c interferon-gamma knock-out mice

before and after oral inoculation with T. gondii

oocysts. Forty-five faecal samples (mean no. of

samples/mouse, 7.5; range, 5−8), collected

every other day starting three days before

inoculation, were subject to DNA extraction and

amplicon-based next-generation sequencing of

16S and 18S ribosomal DNA for detection and

differentiation of bacteria, parasites and fungi.

Results

Preliminary observations indicate a relatively stable

faecal microbiota at the phylum level, with the

Firmicutes:Bacteroidetes ratio changing from 1.6 to

2.6 and an increased abundance of Bacteroides

starting five days after infection (Fig.1). The decrease

in the relative proportion of the selected phyla

observed on d5 relative to the other days might

represent an increase in overall microbial diversity

(Fig. 1). DNA of T. gondii was not detected in the

faecal samples.

Conclusion

The observations from this study add to the

knowledge on T. gondii infection and microbiome of

the gastrointestinal tract.
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